Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.012 Å; R factor = 0.096; wR factor = 0.327; data-to-parameter ratio = 14.7.
Related literature 4,7-dichloroquinoline is a commonly used starting material for the synthesis of a variety of anti-malarial drugs, such as amodiquine {systematic name: 4-[(7-chloroquinolin-4-yl)amino]-2-[(diethylamino)methyl]phenol}, see: Dongre et al. (2007) ; O 'Neill et al. (2003) ; Lawrence et al. (2008) ; Saha et al. (2009) (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
AAK wishes to acknowledge RCMI, Howard University and the CDRD, College of Pharmacy, Howard University. RJB wishes to acknowledge the NSF-MRI program (grant CHE-0619278) for funds to purchase the diffractometer. This project was supported by grant No. D34HP16042-03-03 from the Health Resources and Services Administration (HRSA). otherwise difficult to remove from the manufacturing process of commercial malaria drugs, including amodiaquine and piperaquine (Dongre et al., 2007) .
In view of the importance of this pharmaceutically active compound its crystal structure was determined. There are two molecules in the asymmetric unit (Z′ = 2) and there are no close C-H···Cl contacts.
Experimental
Hexanes (100 ml) were transferred to an Erlenmeyer flask and heated to a gentle reflux. 4,7-Dichloroquinoline (20 g, commercially available from Sigma-Aldrich) was slowly added to hexanes and the solution was maintained at 65 °C, resulting in a colorless solution. The solution was slowly cooled to room temperature and maintained at room temperature for 12 h. Long, colorless needles were observed to slowly crystallize from solution. The colorless needles 
Refinement
H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with a C-H distance of 0.95Å and U(H) = 1.2U eq (C).
Computing details
Data collection: CrysAlis PRO (Oxford Diffraction, 2007); cell refinement: CrysAlis PRO (Oxford Diffraction, 2007); data reduction: CrysAlis PRO (Oxford Diffraction, 2007); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
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Figure 1
A view of the title compound, C 9 H 5 Cl 2 N, showing atom numbering scheme and the two molecules in the asymmetric unit. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4,7-Dichloroquinoline

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1A 0.46391 (11) 0.7593 (6) 0.94032 (9) 0.0625 (6) (10) 
